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LAMPIRAN

Lampiran 1. Observasi dan Sampling Sampel Aksesoris Penyu
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Lampiran 4. Elektroforesis dan Visualisasi Aksesoris Karapas Penyu
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Lampiran 5. Hasil BLAST NCBI

selectall 100 sequences selected GenBank Graphics Distance tree of results ~ MSA Viewer

Max Total Query E Per.  Acc.
Score Score Cover value Ident Len

...Eretmochelysi... 1570 1570 100% 00 99.77% 907 EE&ZﬁSlQJ‘
1570 1570 100% 0.0 99.77% 16779 0Z223910.1
1565 1565 100% 0.0 99.65% 894 PP826969.1
1565 1565 100% 00 99.65% 930 PP826979.1
etmochelys imbricata vol 3¢ loop an 1565 1565 100% 0.0 99.65% 892 PP826967.1
Eretmochelys imbricata haplotype EIUAE11 tRNA-Thr gene, partial sequence: IRNA-Pro gene, complete se... Eretmochelysi... 1563 1563 100% 0.0 99.77% 852 KY363931.1
Eretmochelys imbricata haplotype EIUAEOS tRNA-Thr gene. partial sequence; tRNA-Pro gene. complete se... Eretmochelysi... 1563 1563 100% 00 99.77% 852 KY363930.1
Eretmochelys imbricata haplotype EIUAEQ3 tRNA-Thr gene. partial sequence: tRNA-Pro gene. complete se... Eretmochelysi... 1563 1563 100% 00 99.77% 852 KY363920.1
Eretmochelys imbricata haplotype EIUAE13 IRNA-Thr gene. partial sequence; tRNA-Pro gene, complete se... Eretmochelysi... 1563 1563 100% 0.0 99.77% 852 KY363932.1
retmochelys imbricata isolate EilP140 tRNA-Thr gene, partial sequence; tRNA-Pro gene, complete sequen... Eretmochelysi... 1559 1559 100% 0.0 99.53% 892 OQR4004151
Eretmochelys imbricata haplotype EIUAE15 tRNA-Thr gene. partial sequence; tRNA-Pro gene. complete se... Eretmochelysi... 1552 1552 100% 00 99.53% 852 KY363933.1
98% 00 9964% 864 JF926548.1
97% 00 9988% 837 KJ603538.1
7% 00 99.76% 857 PP826981.1

Scientific Name Accession

<N BN <N N<N<N<N<H<N<]

Query
Cover
1611 1611 100% 00 99.77%
1604 1604 99% 00 9977%
1598 1588 99% 00 99.66% 930
1592 1592 99% 00 99.77% 894
1592 1582 99% 00 9977% 892
1587 1587 99% 00 9965% 892
1568 1568 97% 00 9988% 852
1568 1568 97% 00 99.88% 852
1568 1568 97% 00 9988% 852
1568 1568 97% 00 99.88% 852
1565 1565 97% 00 99.77% 864
1557 1557 97% 00 9965% 852
1546 1546 95% 00 100.00% 837 &m.la
1544 1544 99% 00 9852% 16386 KP2218061
1544 1544 96% 00 9976% 857 PP8269811
4Rad 4ma« ORw AN onesw @7 wienazan
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Lampiran 5. Hasil BLAST NCBI

2 selectall 100 sequences selected GenBank Graphics Distance tree of results  MSA Viewer

...Eretmochelysi.., 1607 1607 100% 0.0 99.44% 907 PP826970.1
Eretmochelysi... 1604 1604 99% 0.0 99.66% 16779 0Z223910.1
...Eretmochelysi... 1587 1587 08% 0.0 99.54% 894 PP826960.1
. Eretmochelys ... 1587 1587 98% 0.0 99.54% 892

... Eretmochelys ... 1581 1581 98% 0.0 99.43% 892

Eretmochelysi.. 1676 1576 96% 0.0 100.00% 864
Eretmochelys imbricata haplotype EIUAE11 tRNA-Thr gene. partial sequence; tRNA-Pro gene, complete s... Eretmochelys ... 1557 1557 96% 0.0 99.65% 852 KY363931.1
852

852

Eretmochelys imbricata haplotype EIUAEQS {RNA-Thr gene, partial sequence; tRNA-Pro gene, completa s... Eratmochelysi... 1557 1557 96% 00  99.65%
Eretmochelys imbricata haplotype EIUAEO3 IRNA-Thr gane. partial sequence; tRNA-Pro gene, complete s... Eretmochelys ... 1557 1557 96% 00  99.65%
Erelmochelys imbricata hapiolype EIUAE13 IRNAThr gene. partial sequence: IRNA-Pro gene, comelete s... Eretmochelys |... 1557 1557 96% 00  99.65% 852 KY3030321
Eretmochelys imbricata mitochondrion, complete genome Eromochelys .. 1555 1555 99% 00  98.63% 16386 KP221806.1

Eratmochelys imbricata haplotype EIUAE1S IRNA-Thr gene. partial sequence: IRNA-Pro gene, complete s... Eretmochelysi... 15468 1546 96% 00 99.41% 852 mmm',]
ion. partial sequence; mitochondrial Eretmochelysi... 1544 1544 95% 00 99.76% 852 -IEBE.’AL]‘
N e e T

2 selectall 100 sequences selected GenBank Graphics Distance tree of results  MSA Viewer

Eretmochelys imbricata isolate 61392 mitochondrion. partial genome Eretmochelysi... 1611 1611 100% 0.0 100.00% 16349 JX454980.1
Eretmochelys imbricata isolate 104_LCM15382_7 control region. partial sequence; mitochondrial Eretmochelysi... 1557 1557 99% 00  99.19% 871 JF926550.1
Eretmochelysi... 1557 1557 98% 00 9930% 863 JFO26544.1
Eretmochelys imbricata isolate 97_LCM15382_7 control region. partial sequence: mitochondrial Eretmochelysi... 1546 1546 98% 00  99.30% 869
Eretmochelys imbricata isolate 102_LCM15382_7 control region, partial Eretmochelysi... 1544 1544 97% 00 9953% 853
Eretmochelys imbricata isolate 49_LCM15382_7 conlrol region, partial sequence: mitochondrial Eretmochelysi... 1541 1541 97% 00 9941% 853
Eretmochelys imbricata isolate EIIP120 IRNA-Pro gene and control region. partial sequence; mitochondrial ~ Eretmochelys)... 1526 1526 95% 0.0 99.88% 835
Eretmochelys imbricata isolate EilP123 tRNA-Pro gene and control region, partial sequence; mitochondrial ~ Eretmochelys... 1526 1526 95% 00 99.88% 835
Eretmochelys imbricata isolate EilP122 tRNA-Pro gene and control region. partial sequence: mitochondrial ~ Eretmochelysi... 1520 1520 95% 0.0  99.76% 835
Eretmochelys imbricata isolate EilP119 tRNA-Pro gene and control region. partial sequence; mitochondrial ~ Eretmochelysi... 1515 1515 95% 0.0 99.64% 835
Eretmochelys imbricata isolate EilP124 1RNA-Pro gene and control region, partial sequence; mitochondrial ~ Eretmochelysi... 1515 1515 95% 0.0 99.64% 835

1500 1500 93% 00 100.00% 817
Eretmochelys imbricata clone PSM_14_19C IRNA-Pro gene and control region. partial sequence: mitochon. .. Eretmochelys i... 1500 1509 93% 00  100.00% 817
1500 1500 03% 00 10000% 817
1500 1500 93% 00 100.00% 817 OR9G1S show de
- mmummn_nnmummwMmmmx_m,_tm_mx_n.n._imm_ml_nmam_ar__

Eretmochelys imbricata clone PNB_20_218A tRNA-Pro gene and control region. partial sequence: mitocho... Eretmochelys |
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Lampiran 6. Hasil sequencing sampel Aksesoris Karapas Penyu

a. Electropherogram sampel aksesoris penyu

() 5116462 _BIO07 003 002 _LCM15382 [dna] - g e W O Lg' s o i x
) Chromatogram view (zoom in to see base calls) >
&, o ToGoCoA

¢ 1 50 100 150 200 250 300 350 400 450 500 550 600 650 700 750 800 850 904
Y 5116466_BIO07_003_004_LCM15382 [dna] ":‘ 4 [ ) gh‘ o \g‘ o | =G =1 x .

L ] S50 100 150 200 250 300 350 400 450 500 550 600 650 700 750 800 850 905
oa Chromatogram view (zoom in to see base calls) 3
2l 0ToGoCoA
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%/ 5163053_BIO07_003_006_LCM15382 [dna] "‘" . HH - }:’H' o @. I -t x

|
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a. Electropherogram sampel aksesoris penyu

@ 5342911_BIOO7_003_013_LCM15382 [dna] 7. @E W O B 5 B X

et
- a 50 100 150 200 250 300 350 400 450 500 550 600 650 700 750 800 850 905

2
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&0 Chromatogram view (zoom in to see base calls) @
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® 50 100 150 200 250 300 350 400 450 500 550 600 650 700 750 800 850 905
) 5360085_BIO07_003_014_LCM15382 [dna] . J . B O [2' I ca . x
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13 2 . .
b. “Peak” atau Puncak Diagram Sekuen Aksesoris Karapas Penyu
TraceEditor (C\Users\treef\Downloads\SEKUENS UNTUK 6 SAMPEL SKRIPSI\1st_BASE_5116462_BIO07_003_002_LCM15382.ab1) — a x
Data Edit Search Display  Help
B=Ae0/«Lnas 2= aF [

10 20 30 40 50 60 70 80 90 100
NNTN PN /NNG MA ACTAT A CTTTCCTAGAATAAT CAAAAGAGAAGGACTCAAACCT TCATCCCCGGCCCCCAAAACCGGAATCTTTCAATTAAACTACCCTTTGA
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TraceEditor (C\Users\tree\Download<\SEKUENS UNTUK 6 SAMPEL SKRIPSI\1st_BASE 5116462 BIODT_003_002_LCM15382.ab1)
Data  Edit Search Displyy Help

B=A680 «00nad 2w 3

- [=] x

L}
90 100 110 120 130 140 150 160 170 180 190 200 210
ATTAAACTACCCT TTGACGCAAAAT AAGCGCCAACACACAAAT TTACCTATATCCTCTGCCGTGCCCAGAAGACCAAT AGCCECAATACT TACCTATGTATTAT TGTACATCTACT TAT TTACC
-
Al 1) Jlluu Latt) AL I ) LB LR 1!
TraceEditor (CA\Users\treef\Download<\SEKUENS UNTUK 6 SAMPEL SKRIPSR1st BASE 51 |éasz,nm7,m3,mz,mmsmm1} - a X
Data Edit Search Display Help
B=Ae80 «00u/a3 =3 -
10 20 40 2 260 270 280 290 300 310 320 330
ACCGCTAGCATATGACCAGTAGTACTGCT GAT TAATTTGACCTAAAACATAAAAT TATT GGT TTTACATAAACTGT TTAAATTAAAT GACTAT TATAT AGGT AATAAAAATGAAATGGTATAGG
-

UL | PeRIBENIIIIN 1l i il

TraceEditor (C\Users\treef\Downloads\SEKUENS UNTUK 6 SAMPEL SKRIPSI\1st_BASE_5116462_BIOO7_003_002_LCM15382.ab1)
Data  Edit Search Display Help
B=A8@ «C0u/@a3 e~ ag

= (=] X

L]
0 340 350 360 370 380 390 400 410 420 430 440 450
GGACATAACATTAAGCAATTATTCT TAACCATGAATATCGTCACAGTAATAGGTTATTTCT TAGT TTAACTCATCACGAGAAATAAGCAACCCT TGTTAGTAAGAT ACAACAT TACCAGT TTCAG
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. . .
Lampiran 7. Sekuen Nukleotida Sampel Aksesoris Karapas Penyu
s cane s PR - PR oy o
— Ic > = —a

Af=R%EmEroelri «0XBxa+#Har @238
DNA Sequences Translated Protein Sequences

Speciestbbry =l x e = e ke e ke e ke xR 2L e e e <

1. 5116462 BIOO7 003 002 LCM15382
2.5116466 BIO07 003 004 LCM15382
3.5163053 BIO07 003 006 LCM15382
4. 5342907 BIOO7 003 007 LCM15382
5.5342911 BIO07 003 013 LCM15382
6.5360085 BIOO7 003 014 LCM15382
7. PP826970.1 Eretmochelys imbricata v
8. PP826979.1 Eretmochelys imbricata v¢
9. JF926550.1 Eretmochelys imbricata isi
10. LC159511.1 Dermochelys coriacea n

CO00000O00OO0
CO0O0000000
CO00000O00OO0
CO0O0000000
CO0O0000000

Lampiran 8. Tempat Polimorfik dari 5 haplotipe sekuen mtDNA Sampel
Aksesoris Karapas Penyu

111 11[11(2|12]2]2(2(2|22]3]3[3|3[3|4|4/5|5/6(6(6|7]|7

Tempat Polimorfik 8/2/3|13(4/5/6811[1/5/6|6(7/9/00/2(3(5/4/9/6(8(3/5(5/1|2

533144159 |0(1[3/9]3|5[0[537|3(3[8/5[7|0(4(4/6(78]9

5116462 BIO07 003 002 LCM15382 |A |GIGIA|G|T [T |GIC|T|C|T | TIAAAIGIA|CITIAIAICIAIG|GIT|GIA|G
5116466 BIO07 003 004 LCM15382|. |A|. G|. G|.

5163053 BIOO7 003 006 LCM15382|. |A|. P

5342807 BIOQ7 003 007 LCM15382|. |A|. Gl |. | G

5342911 BIOQ7 003 013 LCM15382 |G |A /A|C|T|C|C/A|T|C|T|C|C|. |C|. |A|G|T|C|G|G|T |G|AA|C|A|G|A

5360085 BIOO7 003 014 LCM15382]. |A|. - |G|. A

Lampiran 9. Hasil Analisis Haplotipe dan Keragaman Haplotipe pada DNASP

Input Data File: C:\..\KARAKTER MOLEKULER fas

Number of Populations Included: 3

Selected region: 1-836  Number of sites: 836

Sites with alignment gaps are: Considered (gap as the fifth state)

Population 1: Gianyar
Number of sequences: 2
Number of polymomphic/indel/missing sites, S: 3
Number of haplotypes, h: 2
Haplotype diversity, Hd: 1,00000
Average number of differences, K: 3,00000

Population 2: Denpasar

Number of sequences: 2

Number of polymomphic/indel/missing sites, S: 2
Number of haplotypes, h: 2

Haplotype diversity, Hd: 1,00000

Average number of differences, K: 2,00000

Population 3: Badung
Number of sequences: 2
Number of polymomphic/indel/missing sites, S: 28
Number of haplotypes, h: 2
Haplotype diversity, Hd: 1,00000
Average number of differences, K: 28,00000|

Total Data Estimates
Number of sequences: 6
Number of polymomphic/indel/missing sites, S: 31
Number of haplotypes, h: 5
Haplotype diversity, Hd: 0,93333
Average number of nuclectide differences, Kt: 1046667




monun C:\..\KARAKTER MOLEKULER fas
Number of sequences: 6  Number of sequences used: 6
Selected region: 1-836 Number of sites: 836

Total number of sites (excluding sites with gaps / missing data): 835

m&mu 3

m«fhmh 5
Haplotype diversity, Hd: 0,9333
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